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Correspondence on ‘Machine learning 
algorithms reveal unique gene expression 
profiles in muscle biopsies from patients with 
different types of myositis’

I read the paper by Pinal- Fernandez et al in your journal with 
great interest.1 They reported that machine algorithms can be 
trained on transcriptomic data to classify muscle biopsies from 
patients with various idiopathic inflammatory myopathies (IIM). 
I think this classification model can be applied to personalised 
medicine by targeting the specific molecules. Here, I would ask 
the questions and comments to clarify the further usefulness of 
this study and development of IIM management in the future.

First, how many patients with IIM had interstitial lung disease 
(ILD) and was there any discrepancy of gene expression with or 
without ILD in patients with specific myositis- specific autoanti-
bodies (MSA)? ILD is a life- threatening major complication of 
IIM2 and elucidating the underlying pathogenesis is an urgent 
problem; however, obtaining enough biopsy specimen from lung 
is highly invasive and may cause serious complication such as 
pneumothorax. Most of ILD are known to emerge concurrent 
with IIM, indicating underlying mechanism can be common, 
thus it would be significant to show some relevance with ILD 
from this study.

Second, how did you determine the site of muscle biopsy? Also, 
patients with antimelanoma differentiation- associated gene- 5 
antibody are known to amyopathic, but did all cases have any 
muscular symptoms? I am concerned about bias of biopsy site 
that can affect the results of gene expressions because degrees of 
inflammation in muscle are usually not uniform.3

Third, classification of IIM is changing during the recent 
decades along with the progress in the identification of MSA 
and MSA- dependent clinical characteristics.4–7 This study 
applied the classification based on clinical manifestations and 
MSA7 including dermatomyositis, antisynthetase syndrome (AS), 
immune- mediated necrotising myopathy and inclusion body 
myositis. However, patients with AS are relatively homogeneous, 
but the distribution and timing of myositis, ILD, and rashes differ 
among patients with individual AS.8 From the view point of this 
study, gene profile and pathogenesis can be different among the 
same category. Considering the points above, classification based 
on gene expression of IIM can be optimal that reflecting distinct 
individual pathogenesis, which may provide the personalised 
management for IIM. Therefore, this study is noteworthy and 
I hope that the results of this study will be confirmed by other 
validated cohort and contribute to the further development of 
management of IIM.

Satoshi Takanashi    

Division of Rheumatology, Department of Internal Medicine, Keio University School 
of Medicine, Shinjuku- ku, Tokyo, Japan

Correspondence to Dr Satoshi Takanashi, Division of Rheumatology, Department 
of Internal Medicine, Keio University School of Medicine, Shinjuku- ku 160- 8582, 
Tokyo, Japan;  satoshi- takanashi@ hotmail. co. jp

Correction notice This article has been corrected since it published Online First. 
The provenance and peer review statement has been included.

Contributors ST designed the study and wrote manuscript.

Funding The author has not declared a specific grant for this research from any 
funding agency in the public, commercial or not- for- profit sectors.

Competing interests None declared.

Patient and public involvement Patients and/or the public were not involved in 
the design, or conduct, or reporting, or dissemination plans of this research.

Patient consent for publication Not required.

Provenance and peer review Not commissioned; internally peer reviewed.

© Author(s) (or their employer(s)) 2020. No commercial re- use. See rights and 
permissions. Published by BMJ.

To cite Takanashi S. Ann Rheum Dis Epub ahead of print: [please include Day Month 
Year]. doi:10.1136/annrheumdis-2020-219677

Received 7 December 2020
Accepted 9 December 2020

Ann Rheum Dis 2020;0:1. doi:10.1136/annrheumdis-2020-219677

ORCID iD
Satoshi Takanashi http:// orcid. org/ 0000- 0002- 3607- 2140

REFERENCES
 1 Pinal- Fernandez I, Casal- Dominguez M, Derfoul A, et al. Machine learning algorithms 

reveal unique gene expression profiles in muscle biopsies from patients with different 
types of myositis. Ann Rheum Dis 2020;79:1234–42.

 2 Takanashi S, Nishina N, Nakazawa M, et al. Usefulness of serum Krebs von den 
Lungen- 6 for the management of myositis- associated interstitial lung disease. 
Rheumatology 2019;58:1034–9.

 3 Lassche S, Küsters B, Heerschap A, et al. Correlation between quantitative MRI and 
muscle histopathology in muscle biopsies from healthy controls and patients with IBM, 
FSHD and OPMD. J Neuromuscul Dis 2020;7:495–504.

 4 Bohan A, Peter JB. Polymyositis and dermatomyositis (first of two parts). N Engl J Med 
1975;292:344–7.

 5 Bohan A, Peter JB. Polymyositis and dermatomyositis (second of two parts). N Engl J 
Med 1975;292:403–7.

 6 Lundberg IE, Tjärnlund A, Bottai M, et al. 2017 European League against Rheumatism/
American College of rheumatology classification criteria for adult and juvenile 
idiopathic inflammatory myopathies and their major subgroups. Ann Rheum Dis 
2017;76:1955–64.

 7 Mariampillai K, Granger B, Amelin D, et al. Development of a new classification system 
for idiopathic inflammatory myopathies based on clinical manifestations and myositis- 
specific autoantibodies. JAMA Neurol 2018;75:1528–37.

 8 Hamaguchi Y, Fujimoto M, Matsushita T, et al. Common and distinct clinical features in 
adult patients with anti- aminoacyl- tRNA synthetase antibodies: heterogeneity within 
the syndrome. PLoS One 2013;8:e60442.

Correspondence
 on M

ay 21, 2023 by guest. P
rotected by copyright.

http://ard.bm
j.com

/
A

nn R
heum

 D
is: first published as 10.1136/annrheum

dis-2020-219677 on 18 D
ecem

ber 2020. D
ow

nloaded from
 

http://www.eular.org/
http://ard.bmj.com/
http://orcid.org/0000-0002-3607-2140
http://crossmark.crossref.org/dialog/?doi=10.1136/annrheumdis-2020-219677&domain=pdf&date_stamp=2021-010-07
http://orcid.org/0000-0002-3607-2140
http://dx.doi.org/10.1136/annrheumdis-2019-216599
http://dx.doi.org/10.1093/rheumatology/key420
http://dx.doi.org/10.3233/JND-200543
http://dx.doi.org/10.1056/NEJM197502132920706
http://dx.doi.org/10.1056/NEJM197502202920807
http://dx.doi.org/10.1056/NEJM197502202920807
http://dx.doi.org/10.1136/annrheumdis-2017-211468
http://dx.doi.org/10.1001/jamaneurol.2018.2598
http://dx.doi.org/10.1371/journal.pone.0060442
http://ard.bmj.com/

	Correspondence on ‘Machine learning algorithms reveal unique gene expression profiles in muscle biopsies from patients with different types of myositis’
	References


