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Abstract
Objective—To study HLA class II association in reactive arthritis.
Methods—63 patients with reactive arthritis and 46 with rheumatoid arthritis
were included in the study. HLA-DR alleles were determined by using a sequence
specific PCR method. Oligonucleotide
hybridisation was used for definition of
DRB1*04 subtypes and DQB1 alleles.
HLA-B27 was determined by standard
microcytotoxity test or by PCR. HLA-B27
subtyping was made by sequencing.
Results—46 (73%) of 63 patients with
reactive arthritis were HLA-B27 positive
and 24 (38%) were HLA-DRB1*04
positive. When haplotypes were inferred
according to the known associations
between DRB1 and DQB1 alleles, the frequency of DRB1*04-DQB1*0301 haplotype was found to be 13% (12/92) in
HLA-B27 positive reactive arthritis
patients, in contrast to 0% in HLA-B27
negative reactive arthritis (P = 0.04) and
1% in random controls (P = 0.0009). However, this combination was also found in
5% of 84 HLA-B27 positive control haplotypes, showing a linkage disequilibrium
between B27 and this particular class II
haplotype. HLA-DRB1*0408 subtype was
found in 8/24 (33%) of the HLA-DRB1*04
alleles in patients with reactive arthritis,
accounting for most DQB1*0301 haplotypes, but only in 5/55 (9%) of the
DRB1*04 alleles in random controls (P =
0.017). All reactive arthritis patients with
this subtype were positive for HLA-B27.
DRB1*04-DQB1*0302 haplotype was increased in patients with rheumatoid
arthritis (28/92, 30%) compared with
reactive arthritis (12/126, 10%) or with
the controls (12/100, 12%; P = 0.003).
HLA-B*2705 was by far the dominant B27
subtype both in reactive arthritis patients
with
the
particular
DRB1*0408DQB1*0301 haplotype and in controls. It
was found in 11 out of 12 DR analysed
patients, as well as in 10 out of 11
randomly selected B27 positive controls.
Conclusions—Although no single class II
allele was found to be increased among
patients with reactive arthritis, HLA-B27,
DRB1*0408, and DQB1*0301 might exert
a haplotypic eVect in the pathogenesis of
reactive arthritis, or they may be markers
of a subset of B27 haplotypes conferring
susceptibility.
(Ann Rheum Dis 1997;56:37–40)

Human leucocyte antigen (HLA)-B27 is associated with reactive arthritis but the
mechanisms behind the association remain
unclear.1 A role for CD8 positive cytotoxic T
cells recognising a cross reactive peptide with a
specific aYnity to HLA-B27 has been
suggested.2 3 Generation of cytotoxic eVector
cells is, however, a late event in the course of
the immune response and dependent on the
activation of CD4 positive helper cells
recognising their nominal antigen in context of
class II molecules. Therefore, class II
molecules might be involved, in addition to
HLA-B27, in the pathogenesis of reactive
arthritis. However, the role of B27 as a class I
restriction molecule in the pathogenesis of this
type of arthritis has not been shown. The
arthritis developing in B27 transgenic rat or
mouse4 5 does not demand the expression of
functional class I molecule. It has recently been
proposed that autologous peptides critical in
triggering the disease might be derived from
B27 molecule and be presented by class II
molecules.6 Elution studies have shown that
peptides derived from HLA molecules
themselves constitute a major proportion of
autologous peptides occupying the peptide
binding sites.7 The eVect of class II
polymorphism in transgenic rat model has not
been studied.
Reactive arthritis shares several clinical characteristics with rheumatoid arthritis, which has
a well known class II association,8 but reactive
arthritis is unique among inflammatory
arthritides because specific microbial triggers
have been identified. Patients with rheumatoid
arthritis were included as an additional study
group because the association of rheumatoid
arthritis to the particular DR-DQ haplotypes
investigated is still incompletely characterised.
Methods
PATIENTS

Sixty three patients of Finnish ethnicity with
reactive arthritis were included in this study. In
addition to clinical indices, the diagnosis of
reactive arthritis was verified by stool culture,
serological analysis of circulating antibodies, or
by chlamydia antigen detection.9 Yersinia
infection was the trigger of reactive arthritis in
41 patients, salmonella in 16, and chlamydia in
six. Forty six Finnish patients with rheumatoid
arthritis diagnosed according to the criteria of
the American College of Rheumatology
(formerly, the American Rheumatism Association)10 and 50 healthy blood donors from the
same geographical area were included as reference groups. For the analysis of DR4 subtypes,
42 additional control haplotypes were
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HLA TYPING

DNA was extracted from anticoagulated blood
samples using a salting out method.11
HLA-DRB1 alleles were determined by
sequence specific polymerase chain reaction
(PCR) amplification.12 For DRB1*04 subtyping, DRB1*04 sequences were specifically
amplified using two diVerent primer pairs.12
The one primer pair amplified DRB1*0401,
0405, 0407, 0408, and 0409 alleles, whereas
the other amplified 0402, 0403, 0404, 0406,
0410, and 0411 alleles. The allele specificity
was further assessed by dot blot hybridisation
of the amplification product using 32P labelled
sequence specific oligonucleotide probes.13
Final results were obtained by combining
information from the specific amplification
and dot blot hybridisation. Thus both
heterozygotes and homozygotes could be
detected. Control samples for DRB1*04
subtyping were obtained from the FRC Blood
Transfusion Service Tissue Typing Laboratory
(Helsinki, Finland). HLA-DQB1 alleles were
defined using conventional dot blot hybridisation assay.14 15
HLA-B27 typing was made by the standard
microcytotoxicity test using flow cytometry
and monoclonal antibodies (HLA-B27 kit,
Becton Dickinson Immunocytometry Systems,
San Jose, California, USA) or PCR
amplification.16 17 HLA-B27 subtyping was
made by sequencing the PCR products amplified from polymorphic parts of exon 2 and
exon 3 as described by Dominquez et al.16
HLA-B27 specific PCR products were cut
from agarose after electrophoresis and purified
from agarose by â agarase (â-Agarase I, New
England Biolabs, Beverly, MA, USA).
Sequencing was made using ABI PRISMtm Dye
Terminator Ready Reaction kit and 373 DNA
Sequencer (Applied Biosystems, The Perkin
Elmer Corporation, Foster City, California,
USA).
STATISTICS

The frequency of inferred HLA haplotypes
and alleles in diVerent groups was compared
using the ÷2 test with continuity correction and
Fischer’s exact test when appropriate.
Results
No single DRB1 or DQB1 allele was increased
among patients with reactive arthritis, but DR4
was found to be increased among rheumatoid
arthritis patients (35/92, 38%) compared to

controls (13/100, 13%; P = 0.0001, odds ratio
4.1, 95% confidence interval 1.9 to 9.01).
Table 1 lists the frequencies of diVerent HLADRB1-DQB1 haplotypes in 63 reactive arthritis patients, 46 rheumatoid arthritis patients,
and 50 healthy controls. Haplotypes were
deduced according to the known associations
between DRB1 and DQB1 alleles. Nine
unconventional combinations were observed,
which are not previously known combinations
of HLA-DRB1 and HLA-DQB1 alleles. These
were not confirmed but are included as
“others”, as also are two untypable specimens,
for which either DRB1 or DQB1 typing failed.
Twelve (10%) of the DRB1-DQB1 haplotypes
in reactive arthritis patients were DRB1*04DQB1*0301 compared to only one found
within 100 random control haplotypes (P =
0.0074, odds ratio 10.4, 95% confidence interval 1.4 to 56.2; table 1). Instead, the
DRB1*04-DQB1*0302 haplotype was increased in patients with rheumatoid arthritis (P
= 0.003, odds ratio 3.2, 95% confidence interval 1.4 to 7.3; table 1). However, neither of
these diVerences is significant if multiplied by
the number of comparisons made. The
DRB1*04-DQB1*0301 haplotype was observed only in HLA-B27 positive reactive
arthritis patients and not among the B27 negative ones (table 2). The diVerence between B27
positive patients and controls was significant
even after correction (P = 0.0009, Pc = 0.013).
HLA-DRB1*0408 subtype of DRB1*04 was
found to be increased among DRB1*04 haplotypes of reactive arthritis patients compared to
DRB1*04 haplotypes in rheumatoid arthritis
and controls (P = 0.017, odds ratio 5.0, 95%
confidence interval 1.2 to 21.0; table 3). It was
as common as subtype DRB1*0401. No
significant diVerences were found in the
subtype distribution between rheumatoid
arthritis patients and controls. All reactive
arthritis patients with DRB1*0408 were also
positive for HLA-B27, and all but one had the
DQB1*0301 allele. When 84 B27 positive
control haplotypes were analysed, four
(5%) were DRB1*04-DQB1*0301. The
DRB1*0408 subtype was further found in
three of these. These figures remain clearly
lower than the number of DRB1*04DQB1*0301 haplotypes in B27 positive
reactive arthritis patients, although exact
haplotypic analysis was not possible in this
patient group. When genotypes were analysed,
no specific genotypic combinations of
haplotypes were found to be associated with
either reactive arthritis or rheumatoid arthritis.
HLA-B27 subtype analysis was performed for
reactive arthritis patients with DRB1*04DQB1*0301 haplotype and for 11 random
controls. Eleven out of 12 B27 subtypes were
found to be B*2705 in reactive arthritis
patients and 10 out of 11 in control haplotypes.
One B*2702 subtype was found in both groups
studied.
Discussion
In this study we showed an increased
frequency of DRB1*04-DQB1*0301 haplotype in reactive arthritis, although the majority
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included, which were found in the families of
patients with insulin dependent diabetes mellitus. All these haplotypes were found only in
healthy family members (Reijonen H, et al,
submitted) and were not transmitted to
diabetic family members. They can thus be
considered as representative haplotypes for
background population. Similarly 84 B27 positive haplotypes found in the same families were
analysed for DR4 subtypes and DQB1*03
alleles to confirm the allelic associations in the
control population. Haplotypes were inferred
according to known associations between
DRB1 and DQB1 alleles.
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Frequency of diVerent HLA-DRB1-DQB1 haplotypes in ReA, RA and controls
ReA

RA

Controls

DRB1-DQB1* haplotype
n

(%)

n

(%)

01-0501
015/016-0602
03-0201
04-0301
04-0302
011/012-0301
013/014-0301
013/014-0503
013/014-0603
013/014-0604
07-0201
07-0303
08-04
09-0301
09-0303
010-0501
Others

24
13
12
12*
12
8
0
0
7
4
6
1
18
1
3
0
5

19
10
10
10
10
6
0
0
6
3
5
1
14
1
2
0
4

11
6
11
5
28†
7
2
1
1
5
1
0
5
0
3
1
5

12
7
12
5
30
8
2
1
1
5
1
0
5
0
3
1
5

Total number of chromosomes
sampled

126

n

(%)
24
9
10
1
12
11
2
1
6
2
6
1
9
0
4
1
1

92

24
9
10
1
12
11
2
1
6
2
6
1
9
0
4
1
1

100

* P = 0.0074 v controls; † P = 0.003 v controls.
ReA, reactive arthritis; RA, rheumatoid arthritis.

Table 2 Frequency of HLA-DRB1-DQB1* haplotypes in HLA-B27+ and HLA-B27−
ReA patients and controls
ReA

DRB1-DQB1 haplotype

01-0501
015/016-0602
03-0201
04-0301
04-0302
011/012-0301
013/014-0301
013/014-0503
013/014-0603
013/014-0604
07-0201
07-0303
08-04
09-0301
09-0303
010-0501
Others

HLA-B27+
patients

HLA-B27−
patients

Controls

n

(%)

n

n

18
12
8
12*
10
3
0
0
5
1
3
1
13
1
2
0
3

20
13
9
13
11
3
0
0
5
1
3
1
14
1
2
0
3

Total number of chromosomes
sampled

(%)
6
1
4
0
2
5
0
0
2
3
3
0
5
0
1
0
2

92

18
3
12
0
6
15
0
0
6
9
9
0
15
0
3
0
6

(%)
24
9
10
1
12
11
2
1
6
2
6
1
9
0
4
1
1

34

24
9
10
1
12
11
2
1
6
2
6
1
9
0
4
1
1

100

* P = 0.0009 v controls, P = 0.04 v B27 negative ReA patients.
ReA, reactive arthritis.

of B27 positive cases did not carry this specific
haplotype. No single triggering agent was
found in cases with DRB1*04-DQB1*0301:
the arthritis was triggered by yersinia in six and
by salmonella in five cases, but the haplotype
was also found in a subject with chlamydia
triggered reactive arthritis.

Table 3 Distribution of DRB1*04 subtypes in total DR4 bearing haplotypes in patients
and controls
DR4+ ReA

DR4+ controlsa

DR4+ RA

DRB1 allele
n

(%)

n

(%)

n

(%)

0401
0402
0403
0404
0405
0408

8
0
1
7
0
8*

33
0
4
29
0
33

15
0
0
14
0
6

43
0
0
40
0
17

24
0
3
23
0
5

44
0
5
42
0
9

Total

24

35

55

* P = 0.017 v controls.
a
Random controls + DIME controls; ReA, reactive arthritis; RA, rheumatoid arthritis.

Class II association has not been
demonstrated in reactive arthritis, although in
juvenile and adult ankylosing spondylitis a
contribution by class II genes has been
proposed.18 19 In reactive arthritis a few such
studies have been carried out,20–22 but none
using methods of molecular biology to define
DRB1-DQB1 haplotypes. The genetic characteristics of our population may also have made
detection of the association more easy. The
actual DRB1*04-DQB1*0301 haplotype is
rare in Finland and Scandinavian countries
compared to DRB1*04-DQB1*0302 which in
these countries is the most common DRB1*04
haplotype.23 The latter haplotype was also
increased among rheumatoid arthritis patients,
confirming our earlier results from Finland,24
although some patients were positive for the
DRB1*04-DQB1*0301 haplotype. HLA-B27
positive rheumatoid arthritis patients often
have this haplotype together with the Dw14.25
HLA-Dw14 has been shown to represent both
DRB1*0404 and DRB1*0408 alleles14; thus
the specific B27 positive haplotype in both
reactive arthritis and rheumatoid arthritis may
be the same. This haplotype seems to represent
an extended haplotype characteristic to the
Finnish population. When combining B27 and
DR4 alleles it is not unexpected that it is found
increased both in reactive arthritis and in rheumatoid arthritis. In both diseases the particular
haplotype may also confer other disease risk or
severity associated factors. HLA-DR4 associated DQ7 or by allelic terminology
DQB1*0301 allele has also been reported to be
associated with the most severe cases of
rheumatoid arthritis26 and Felty syndrome.27 28
No
significant
diVerences
between
DRB1*04 subtypes in rheumatoid arthritis
patients and the controls positive for DRB1*04
were seen, but alleles with rheumatoid arthritis
associated “shared epitope”8 were also present
in the vast majority of control haplotypes. In
fact, only three haplotypes with DRB1*0403
were detected in the control group and none in
rheumatoid arthritis patients.
The association of DRB1-DQB1 haplotypes
with susceptibility to reactive arthritis might
reflect an interplay of class I and class II
molecules in the pathogenesis of this disease, as
has also been suggested in rheumatoid
arthritis.29 Such an interaction is supported by
the finding that the specific class II haplotype
was associated only with B27 positive disease
and no class II association was observed in our
study of HLA-B27 negative patients with reactive arthritis either.30 However, the lack of any
genotypic eVect is against this hypothesis. The
observed haplotypic association may be caused
by genes other than class II alleles themselves.
HLA-DRB1*04 occurs in 28% of normal B27
positive Finnish haplotypes,25 and DRB1*0408
together with DRB1*0404 are the DRB1*04
subtypes commonly associated with B27 in the
Finnish population.31 32 In the two latter
studies, HLA-DQB1 specificity carried by
these haplotypes was not described. Although
the increased haplotype may thus be only one
of many associated with B27 in the normal
population, it probably is not just secondarily

Ann Rheum Dis: first published as 10.1136/ard.56.1.37 on 1 January 1997. Downloaded from http://ard.bmj.com/ on November 30, 2021 by guest. Protected by copyright.

Table 1

40

Tuokko, Reijonen, Ilonen, Anttila, Nikkari, Möttönen, Yli-Kerttula, Toivanen

We thank the Academy of Finland, Sigrid Jusélius Foundation,
and Turku University Foundation for financial support.
1 Kingsley G, Sieper J. Current perspectives in reactive arthritis. Immunol Today 1993;14:387–90.
2 Hermann E, Yu DT, Meyer zum Buschenfelde KH,
Fleischer B. HLA-B27-restricted CD8 T cells derived
from synovial fluids of patients with reactive arthritis and
ankylosing spondylitis.Lancet 1993;342:646-50.
3 Scofield RH, Kurien B, Gross T, Warren WL, Harley JB.
HLA-B27 binding of peptide from its own sequence and
similar peptides from bacteria:implications for spondylarthropaties. Lancet 1995;345:1542–4.
4 Taurog JD, Maika SD, Simmons WA, Breban M, Hammer
RE. Susceptibility to inflammatory disease in HLA-B27
transgenic rat lines correlates with the level of B27 expression. J Immunol 1993;150:4168–78.
5 Khare SD, Luthra HS, David CS. Spontaneous inflammatory arthritis in HLA-B27 transgenic mice lacking beta
2-microglobulin: a model of human spondyloarthropathies. J Exp Med 1995;182:1153–8.
6 de Castro JAL. Structural polymorphism and function of
HLA-B27. Curr Opin Rheumatol 1995;7:270–8.
7 Chicz RM, Urban RG, Gorga JC, Vignali DAA, Lane WS,
Strominger JL. Specificity and promiscuity among naturally processed peptides bound to HLA-DR alleles. J Exp
Med 1993;178:27–47.
8 Lanchbury JS. The HLA association with rheumatoid
arthritis. Clin Exp Rheumatol 1992;10:301–4.
9 Toivanen A. Reactive arthritis. In: Klippel JH, Dieppe PA.
Rheumatology. London: CV Mosby, 1993.
10 Arnett FC, Edworthy SM, Bloch DA, McShane DJ, Fries
JF, Cooper NS, et al. The American Rheumatism Association 1987 revised criteria for the classification of rheumatoid arthritis. Arthritis Rheum 1988;31:315–24.
11 Miller SA, Dykes DD, Polesky HF. A simple salting out procedure for extracting DNA from human nucleated cells.
Nucleic Acids Res 1988;16:1215.
12 Olerup O, Zetterquist H. HLA-DR typing by PCR amplification with sequence-specific primers (PCR-SSP) in 2
hours:An alternative to serological DR typing in clinical
practice including donor-recipient matching in cadaveric
transplantation. Tissue Antigens 1992;39:225–35.

13 Victoria-Gutierrez M, Martinez-Naves E, Coto E, Dominquez O, Uría F, Urra JM, et al. DNA analysis of
HLA-DR4B1 subtypes on multiple sclerosis by specific
oligonucleotide probes. J Neuroimmunol 1991;32:279–
83.
14 Bodmer JG, Marsh SGE, Albert ED, Bodmer EF, Dupont
B, Erlich HA, et al. Nomenclature for factors of the HLA
system. Tissue Antigens 1994;44:1–18.
15 Reijonen H, Ilonen J, Åkerblom HK, Knip M, Dosch HM,
Childhood Diabetes in Finland (DiMe) Study Group.
Multi-locus analysis of HLA class II genes in DR2-positive
IDDM haplotypes in Finland. Tissue Antigens 1994;
43:1–6.
16 Dominquez O, Coto E, Martinez-Naves E, Choo SY,
López-Larrea C. Molecular typing of HLA-B27 alleles.
Immunogenetics 1992;36:277–82.
17 Olerup O. HLA-B27 typing by a group-specific PCR amplification. Tissue Antigens 1994;43:253–6.
18 Monowarul-Islam SM, Numaga J, Fujino Y, Masuda K,
Ohda H, Hirata R, et al. HLA-DR8 and acute anterior
uveitis in ankylosing spondylitis. Arthritis Rheum 1995;
4:547–50.
19 Ploski R, Flatø B, Vinje O, Maksymowych W, Førre Ø,
Thorsby E. Association to HLA-DRB1*08, HLADPB1*0301 and homozygosity for an HLA-linked proteasome gene in juvenile ankylosing spondylitis. Human
Immunol 1995;44:88–96.
20 Inman RD, Johnston MEA, Hodge M, Falk J, Helewa A.
Postdysenteric reactive arthritis. A clinical and immunogenetic study following an outbreak of salmonellosis. Arthritis Rheum 1988;31:1377–83.
21 Mielants H, Veys EM, Joos R, Noens L, Cuvelier C, De Vos
M. HLA antigens in seronegative spondylarthropaties.
Reactive arthritis and arthritis in ankylosing spondylitis:
relation to gut inflammation. J Rheumatol 1987;14:466–
71.
22 Repo H, Leirisalo-Repo M, Gribenberg M, Koskimies S,
Kontiainen S, Laitinen O. Yersinia arthritis, immune functions and histocombatibility antigens. APMIS 1986;
94:242–52.
23 Ilonen J, Reijonen H. Special genetic features of the populations in Nordic countries as related to risk of IDDM. Diabetes in the Young 1993;29:10–16.
24 Ilonen J, Reijonen H, Arvilommi H, Jokinen L, Möttönen T,
Hannonen P. HLA-DR antigens and HLA-DQâ chain
polymorphism in susceptibility to rheumatoid arthritis.
Ann Rheum Dis 1990;49:494–6.
25 Ilonen J, Hakala M, Reijonen H, Tiilikainen A. B27-bearing
HLA haplotypes in rheumatoid arthritis: characterization
in Finnish patients. Hum Immunol 1991;30:7–10.
26 Singal DP, Green D, Reid B, Gladman DD, Buchanan WW.
HLA-D region genes and rheumatoid arthritis (RA):
importance of DR and DQ genes in conferring susceptibility to RA. Ann Rheum Dis 1992;51:23–8.
27 Singal DP, D’Souza M, Reid B, Bensen WG, Kassam YB,
Adachi JD. HLA-DQ beta-chain polymorphism in HLADR4 haplotypes associated with rheumatoid arthritis.
Lancet 1987;ii:1118–20.
28 Sansom DM, Bidwell JL, Maddison PJ, Gampion G,
Klouda PT, Bradley BA. HLA DQa and DQb restriction
fragment length polymorphisms associated with Felty’s
syndrome and DR4-positive rheumatoid arthritis. Hum
Immunol 1987;19:269–78.
29 Zanelli E, Gonzalez-Gay MA, David CS. Could HLADRB1 be the protective locus in rheumatoid arthritis?
Immunol Today 1995;16:274–8.
30 Laivoranta S, Ilonen J, Tuokko J, Luukkainen R, Toivanen
A. HLA-frequencies of HLA-B27 negative patients with
reactive arthritis. Clin Exp Rheumatol 1995;13:637–40.
31 Westman P, Partanen J, Leirisalo-Repo M, Koskimies S.
DiVerent DRB1*04 alleles predominate in the Finnish
random population and in HLA-B27-positive subpopulations. Tissue Antigens 1994;44:329–31.
32 Westman P, Partanen J, Leirisalorepo M, Koskimies S.
HSP70-Hom NcoI polymorphism and HLA-associations
in the Finnish population and in patients with ankylosing
spondylitis or reactive arthritis. Eur J Immunogenet 1994;
21:81–90.
33 Khan MA. HLA-B27 and its subtypes in world populations.
Curr Opin Rheumatol 1995;7:263–9.
34 Maksymowych WP, Tao S, Li Y, Wing M, Russell AS. Allelic
variation at the TAP 1 locus influencies disease phenotype
in HLA-B27 positive individuals with ankylosing spondylitis. Tissue Antigens 1995;45:328–32.
35 Barron KS, Reveille JD, Carrington M, Mann DL,
Robinson MA. Susceptibility to Reiter’s syndrome is associated with alleles of TAP genes. Arthritis Rheum
1995;38:684–9.
36 Obst R, Armandola EA, Nijenhuis M, Momburg F,
Hämmerling GJ. TAP polymorphism does not influence
transport of peptide variants in mice and humans. Eur J
Immunol 1995;25:2170–6.

Ann Rheum Dis: first published as 10.1136/ard.56.1.37 on 1 January 1997. Downloaded from http://ard.bmj.com/ on November 30, 2021 by guest. Protected by copyright.

increased due to increase of B27; DRB1 alleles
other than DRB1*04, such as DRB1*01,
DRB1*11-12, and DRB1*08—commonly
associated with B27 in the normal
population25—were not found to be increased.
Furthermore, this haplotype was still found to
be increased in reactive arthritis patients compared to 84 B27 positive control haplotypes.
The DRB1*04-DQB1-0301 haplotype in
reactive arthritis patients was associated with
the common B*2705 allele in all but one case;
10 of 11 random cases were also of this
subtype, which represents the most common
B27 subtype in Caucasian populations.33 Thus
it seems that the increase of the particular class
II alleles in reactive arthritis is not secondary to
variations in B27 subtypes.
Gene alleles of TAP1 or TAP2 gene loci have
also been reported to be associated with a subtype of ankylosing spondylitis34 or Reiter
syndrome,35 even though a recent study
suggests that TAP polymorphisms with
functional consequences only occur in the rat.36
Nevertheless, the gene region between
HLA-DP and HLA-DQ contains several loci
important for peptide processing and intracellular transport, and an interactive eVect with
class I alleles is feasible. Therefore the final
nature and role of genes associated with
reactive arthritis within the HLA region still
remains unresolved, and further multi-loci
analyses are needed.

